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Methods: This work integrates hosts ecology, biogeography,
omparative hosts- pathogens phylogeny to propose one hypoth-
sis about the making of the SARS-CoV ancestor. The Coronavirinae
olymerase sequence has been targeted by Rt-PCR in non-
nvasive samples from bats collected in isolated and forested area
n Thailand. A Coronavirinae phylogeny based on all available
equences have been inferred by several methods.
Results: Two new coronaviruses were detected in two Hip-
osideridae bat species in Thailand: one Betacoronavirus-b that
xhibited long-lasting infection in an isolated bat colony and one
lphacoronavirus in another colony. Interestingly, viruses detected
n Africa or in Europe are related to those that currently circulate
n South-East Asia, reminding the underlying inﬂuence of the host
hylogeny on the Coronavirinae phylogeny.
Conclusion: These ﬁndings illuminate the origin and the natu-
al history of the Rhinolophus-hosted SARS-CoV lineage by pushing
orward the hypothesis of a Betacoronavirus spill-over from Hip-
osideridae to Rhinolophidae and then from Rhinolophidae to
ivets and Human. The common ancestor of Hipposideridae and
hinolophidae families is a key taxa in the understanding of the
ctual repartition of Betacoronaviruses.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.125
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Background: Crimean Congo Haemorrhagic Fever (CCHF) is a
iral tick-borne disease that occurs widely in Africa, Asia, and
astern Europe. The disease can develop severe illness in humans
ith case-fatality rates as high as 50%. The emergence of CCHF
oses a serious public health threat due to its high contagious-
ess, high lethality, potential for nosocomial spread and difﬁculties
n treatment and control. A strong laboratory capacity, in particu-
ar standardized approaches for diagnostic methods, is essential to
ncrease preparedness in countries at risk. We describe the ﬁrstnfectious Diseases 16S (2012) e2–e157 e51
evaluation study of available molecular and serological methods
targeting CCHF.
Methods: Two serological tests, an enzyme-linked immunosor-
bent assay (ELISA)* and an indirect immunoﬂuorescence assay
(IFA)** and two molecular methods, a real time quantitative
reverse-transcription PCR (qRT-PCR)*** and a low-cost, low-
density array (LCD)**** were selected based on a systematic review
of the literature. Performances of the selected methods were
compared with in house reference methods employed by the 5
participating expert laboratories, using panels of archived patient
samples from geographically diverse settings.
*Vektor-Best
**Euroimmun
***Altona-Diagnostics
****Wolfel et al., 2007
Results: Sample panels included 66 sera and 54 serum RNA
extracts from patients with conﬁrmed CCHF diagnosis, and 73 sera
and 21 serum RNA extracts from febrile patients with symptoms
compatible with CCHF or from healthy individuals. When com-
pared to the reference tests, the observed sensitivity of the IgM-
and IgG-ELISA was 87.8% and 80.4%, respectively. For the IgM- and
IgG-IFA, the sensitivity was 93.9%, and 86.1%, respectively. Molec-
ular assays showed more modest sensitivities: 79.6% and 83.3% for
the qRT-PCR and LCD array, respectively. Speciﬁcity was excellent
for all assays.
Conclusion: This study demonstrated that reliable, well-
characterized serological and molecular assays and protocols are
available for CCHF diagnosis. Our results are consistent with the
ﬁnding that the application ofmolecular assays in different settings
is hampered by the high diversity of the CCHF genomes. The on-
site use of such standardized CCHF diagnostic assays by outbreak
assistance laboratories would be more time- and cost-effective,
and greatly diminish the risks posed by the handling, packaging
and shipping of highly infectious biological material to reference
laboratories abroad.
http://dx.doi.org/10.1016/j.ijid.2012.05.126
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Safety and immunogenicity of INV21, an inactivated vaccine
candidate for the prevention of hand, foot and mouth disease
caused by enterovirus 71
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Background:Hand foot andmouth disease (HFMD) is caused by
enteroviral pathogens such as enterovirus 71 (EV71). Characteris-
tically a self-limiting disease indicated by fever, mouth ulcers, and
rash, HFMD caused by EV71 can lead to viralmeningo-encephalitis,
myocarditis or poliomyelitis-like paralysis, and may be fatal. EV71
and HFMD are endemic in Asia, causing signiﬁcant morbidity, mor-
tality and economic impact in recent years. INV21 is a puriﬁed,
